
Sibylle Gündisch 1,12 #, Julia Slotta-Huspenina 1 #, Paolo Verderio 2,12, Chiara Maura Ciniselli 2,12, Sara Pizzamiglio 2,12, Christina Schott 1,12, Enken
Drecoll 1, Christian Viertler 3,12, Kurt Zatloukal 3,12, Marcel Kap 4,12, Peter Riegman 4,12, Irene Esposito 1, Katja Specht 1, Gregor Babaryka 1, Martin
Asslaber 3, Koppany Bodó 3, Michael den Bakker 4, Jan den Hollander 4, Falko Fend 5, Jens Neumann 6, Simone Reu 6, Aurel Perren 7, Rupert
Langer 7, Alessandro Lugli 7, Ingrid Becker 8, Thomas Richter 8, Gian Kayser 9, Annette M. May 9, Fatima Carneiro 10, José Manuel Lopes 10, Leslie
Sobin 11, Heinz Höfler 1, Karl-Friedrich Becker 1,12 * # Both authors
contributed equally to this work.

1 Institute of Pathology, Technische Universität München, Trogerstr. 18, D-81675 Munich, Germany; 2 Unit of Medical Statistics, Biometry and Bioinformatics, Fondazione IRCCS, Istituto Nazionale dei Tumori,
via Venezian 1, 20133 Milan, Italy; 3 Institute of Pathology, Medical University of Graz, Auenbruggerplatz 25, A-8036 Graz, Austria; 4 Department of Pathology, Erasmus Medical Center, P.O. Box 2040, 3000 CA
Rotterdam, The Netherlands; 5 Institute of Pathology, Eberhard-Karls-University, Liebermeisterstr. 8, D-72076 Tübingen, Germany; 6 Institute of Pathology, Ludwig-Maximilians-Universität München,
Thalkirchner Str. 36, D-80337 München, Germany; 7 Institute of Pathology, Universität Bern, Murtenstr. 31, Postfach 62, CH-3010 Bern, Switzerland; 8 Pathology Rosenheim, Lilienweg 12, D-83022 Rosenheim,
Germany; 9 Institute of Pathology, Ludwig-Aschoff-Haus, Universitätsklinikum Freiburg, Breisacher Str. 115a, D-79106 Freiburg, Germany; 10 IPATIMUP, Institute of Molecular Pathology and Immunology of the
University of Porto, University of Porto, Rua Dr. Roberto Frias s/n, 4200-465 Porto, Portugal; 11 Frederick National Laboratory for Cancer Research, The Cancer Human Biobank, National Cancer Institute, 6110
Executive Blvd, Suite 250, Rockville, MD 20852, United States; 12 The SPIDIA Consortium, www.spidia.eu

Aims

Conclusion

Method + Results

Evaluation of colon cancer morphology: 

A comparison between conventional formalin and novel 
PAXgene Tissue fixation by an international ring trial

In conclusion, our findings suggest that the PAXgene Tissue System leads to excellent preservation of histomorphology and nuclear features of colon 
cancer tissue and allows routine morphological diagnosis. 

Molecular pathology requires high quality tissue samples which allow simultaneous molecular and histopathological analyses. As the suitability of the
PAXgene Tissue preservation technology for molecular analyses is well known, the aim of our study was to evaluate the quality of histo- and
cytomorphological features of PAXgene-fixed specimens and the suitability for histomorphological classification in comparison to formalin fixation.
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o Reproducibility with regard to grading between both fixation methods was
rather satisfactory (kw = 0.73, 95%CI: 0.41-0.94)

• With a higher agreement between the reference evaluation and the
PFPE samples (kw = 0.86, 95%CI: 0.67-1.00)

o Independent from preservation method, inter-observer reproducibility was
not completely satisfactory (kw = 0.60)

o Histomorphological quality parameters were scored equal or better for
PFPE than for FFPE samples

• For example, overall quality and nuclear features, especially the
detection of mitosis, were judged significantly better for PFPE cases

• In contrast, significant retraction artefacts were observed more
frequently in PFPE samples
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